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Transcript 
Speaker 1: OK, let's jump straight into this Deep Dive. 

Speaker 2: Yeah, that's good. 

Speaker 1: So, our mission today is all centred on a new paper. It's led by World Pop PhD 
researcher Zhifeng Cheng. 

Speaker 2: And it reviews research on the roles that social, mobility and contact networks play. 

Speaker 1: How they shape health behaviours and of course the spread of infectious diseases. 
But before we get too deep into the sources, we should just make a quick note. We are AI voices 
derived from source material that's been uploaded by WorldPop. 

Speaker 2: And this audio it's all been edited, checked and validated by the experts at 
WorldPop. 

Speaker 1: So, with that said, let's get into the paper itself. 

Speaker 2: I think the central insight here is just, it's crucial. In our interconnected world, an 
outbreak becomes a pandemic because of our networks 

Speaker 1: Right. But for too long they've been studied in isolation, haven't they? 

Speaker 2: You have social connection over here, physical travel over there, and you totally miss 
the feedback loops. 

Speaker 1: The loops between what people know, how they act, and… 

Speaker 2: And where the disease physically spreads. It's all connected. 

Speaker 1: So that's where the social element becomes almost infectious itself. The paper uses 
the term “behavioural contagion”. It means you're not just catching a virus from your neighbour, 
you're catching their habits. 

Speaker 2: And the data points on this are, I mean, they're just stunning. They really illustrate 
how deep this goes. Social influence can change major health behaviours. For instance, if you 
have a friend who quit smoking your own odds of smoking dropped by 57%. 

Speaker 1: That is a huge number. 

Speaker 2: It's massive, and it goes the other way too. Having an obese friend increases your 
probability of obesity by 36%. 

Speaker 1: That strong tendency we have to connect with people like us, that's called 
homophily. 



 

Speaker 2 Right. And that's the double edged sword. It's powerful, 
but it's also why misinformation can just rip through a network. 

Speaker 1: The sources point out how this reinforcement of false narratives directly contributed 
to the public health crisis during COVID-19. 

Speaker 2: And ongoing vaccine hesitancy for that matter. 

Speaker 1: Exactly. So, while information spreads socially. 

Speaker 2: Pathogens - they need the physical paths. They rely on mobility and contact 
networks. 

Speaker 1: Those are the spatial temporal pathways, especially for respiratory diseases spread 
by droplets. 

Speaker 2: And the speed of that physical spread is incredible. 

Speaker 1: We know that daily commuting volume correlates really strongly with influenza-like 
illness. 

Speaker 2: And then there's air travel. The paper calls it a key bridging tie. It basically 
guarantees rapid long distance spread. That kind of speed forces us to differentiate between 
two critical types of individuals when we're planning interventions. On one hand, you have super 
influencers. They have strategic positions in a social network. They affect behaviour. 

Speaker 1: And on the other, you have the super spreaders. 

Speaker 2: They have unusually high infectivity, or maybe just really high contact rate. They 
accelerate the physical transmission. 

Speaker 1: So, if this heterogeneity, this idea that some people are super spreaders and some 
are super influencers is so critical, what does that mean for our models? 

Speaker 2: Well, that's the core challenge. Traditional models like compartmental models they 
assume what’s called homogeneous mixing. 

Speaker 1: They basically treat every single person on the train as equally likely to infect every 
other person. 

Speaker 2: Right. And it completely misses all the behavioural and social effects we've been 
talking about. 

Speaker 1: So that gap is what this research is trying to address. What are the promising 
solutions? 

Speaker 2: The review highlights two. First, there's something called Multiplex Network 
Analysis. 

Speaker 1: That sounds complex. 

Speaker 2: It is, but the idea is pretty intuitive. It uses interconnected layers, so you can imagine 
mapping an awareness layer where risk information spreads. 

 

 



 

 

Speaker 1: And then you can watch how that information immediately affects behaviour in the 
other layer: the disease transmission layer. So, it's not just one network, it's multiple layers, all 
working at once. What's the absolute cutting edge way to model that? 

Speaker 2: That would be Generative Agent Base Modelling or GABM. These new models use 
Large Language Models (LLMs) to create autonomous agents. 

Speaker 1: So, they're not just following simple preprogrammed rules. 

Speaker 2: Exactly. That's the huge leap forward. These agents make context aware decisions 
based on evolving social information. They can panic, they can distrust authority, they can 
spontaneously coordinate. 

Speaker 1: Just like real people do during a crisis. So, the ultimate goal here is moving from 
isolation to unification to capture that coevolution of information, behaviour and the disease 
itself. 

Speaker 2 Right. But the biggest challenge - and the review really emphasises this - is still the 
data. The scarcity of comprehensive high resolution data that links all these social, spatial and 
behavioural dimensions in real time. 

Speaker 1: And that leads us to a provocative thought for you to consider. 

Speaker 2: Given the power of homophily and the persistent demographic disparities we see in 
public health, how can public health policies ensure that interventions - especially ones 
targeting misinformation and trying to provide equitable care - actually reach and influence the 
marginalised populations who need them most? 

Speaker 1: It's a vital question for the next generation of modelling. Thank you for joining us for 
this Deep Dive. 

Speaker 2 To read the full journal article, follow the link below. 

 

 

 

 


